Supplementary Information

Supplementary Figure Legends
Only genes that had a Z-score greater than +/-1 for either the percentage of cells with multipolar spindles or the number of spindle poles per cell in the ch-TOG shRNA background are shown. Yellow indicates a positive Z-score (increase over control siRNA) and blue is a negative Z-score (decrease over control siRNA). Figure S3 . A. Western blot showing the depletion of TPX2 and ch-TOG after cell synchronisation (see Experimental Procedures). 1,2,3 labels above the wells represent TPX2-1,-2 and -3 siRNAs. Β-Actin is used as a loading control. Graph shows the fold reduction in TPX2 levels (normalised to Βactin) relative to ch-TOG/control siRNA depletion. B. Stills taken from live imaging of GFP-Tubulin ch-TOG shRNA cells treated with TPX2-1 siRNA.
Images are aligned to NEBD at 0 min. Images are maximum intensity projections of Z-stacks. Scale bar represents 5 µm. Graph shows quantification of ch-TOG levels, normalised to Β-actin.
Supplemental Tables   Table S1 . Summary of Z-scores across five features for NS-shRNA cell line. 
